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conditions that include washing with 0.2x SSC at 65 °C for 15 minutes, the target 

>lynucleotide sequence vcomprising a sequence selected from the group consisting of SEQ ID 
NO:l, SEQ ID NO:2, SE& ID NO:3, SEQ ID NO:4, SEQ ID NO:5, SEQ ID NO:6, SEQ ID 
NO:7, SEQ ID NO:8, SEqV NO:9, SEQ ID NO:10, SEQ ID NO:ll, SEQ ID NO: 12, and 
SEQ ID NO: 45 wherein the pfobe is contacted with the sample under conditions in which the 
probe hybridizes selectively witn\the target polynucleotide sequence to form a stable 
hybridization complex; and 

detecting the formatiof^of a hybridization complex , whereby the presence or 
absence of neoplastic cells having increased copy number at 20ql3.2 is determined . 



Please add new claims 48-63 as follows. 

48. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO:l under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 

49. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 2 under stringent conditions that include washing with 
0.2x SSC at 65 °C for 15 minutes. 



50. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 3 under stringent conditions that include washing with 
0.2x SSC at 65 °C for 15 minutes. 



51. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 4 under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 
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52. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 5 under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 

53. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 6 under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 

54. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 7 under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 

55. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 8 under stringent conditions that include washing with 
0.2x SSC at 65 °C for 15 minutes. 

56. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 9 under stringent conditions that include washing with 
0.2x SSC at 65°C for 15 minutes. 

57. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 10 under stringent conditions that include washing 
with 0.2x SSC at 65°C for 15 minutes. 

58. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 11 under stringent conditions that include washing 
with 0.2x SSC at 65°C for 15 minutes. 
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59. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 12 under stringent conditions that include washing 
with 0.2x SSC at 65°C for 15 minutes. 

60. The method of claim 26, wherein the probe comprises a polynucleotide 
sequence that hybridizes to SEQ ID NO: 45 under stringent conditions that include washing 
with 0.2x SSC at 65 °C for 15 minutes. 

61. The method of claim 26, wherein the probe is labeled. 

62. The method of claim 61, wherein the label is a fluorescent label. 

63. The method of claim 26, wherein the nucleic acid sample is a 
chromosome sample. — 






REMARKS 

After entry of this amendment, claims 26-41 and 45-63 are pending in the 
present application. New claims 48-63 are added with this amendment. Claims 48-60 are 
directed to probes of the invention that have sufficient sequence identity with sequences 
exemplified here that they hybridize to the exemplified sequences under defined, stringent 
conditions. Support for these claims is found in original claims 28-40, respectively. Support 
for the claim language defining stringent conditions is discussed below. Claims 61-63 are 
added to more particularly claim certain aspects of the invention. Support for use of labeled 
probes in claim 61 is found at page 28, line 19, to page 30, line 6. Use of fluorescent labels 
in claim 62 is described, for instance, at page 29, lines 3-6. The term "chromosome sample" 
as used in claim 63 is defined on page 5, lines 11-16, to refer to samples prepared for standard 





